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Genomics is the study of all the genetic material of an animal, plant or microbe and genome sequencing is now a fundamental tool for biotechnology-based research. The rapidly reduced cost of DNA sequencing and new sequencing technologies means that many laboratories are now able to use genomic data to advance biotechnology-related research on many species for an increasing diversity of applications.

In addition to human DNA, scientists are investigating the genetic composition of many species of animals, plants, bacteria, viruses, fungi, to generate new useful information and techniques relating to biotechnology applications. The vast amount of data being collected through genomic research has led to rapid developments in the relatively new field of bioinformatics, which is essential to enable researchers to store, analyze, compare and apply genomic information in the form of DNA or protein sequences.
Genomic-based innovations used for biotechnology applications have the potential to significantly impact human health, food production and safety, including agriculture and aquaculture and the environment. Researchers are now rapidly developing new goods and services by using genomic and genetic techniques to manipulate organisms in desired ways that make existing industries more productive and benefit both small and larger scale farming and production systems. 

In this talk an overview will be provide on the growth and development of genomics and case studies will be discussed that are of relevance to Vietnam, from microbes to aquatic animal species. In addition, the Deakin University Genome Centre will be introduced that has some of the most advance genome sequencing capacity in Australia and is currently managing nearly 100 genomic projects for Australian and international clients. 
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